Sequence Listing could not be accepted due to errors. 
See attached Validation Report. 

If you need help call the Patent Electronic Business Center at (866) 
217-9197 (toll free) . 
Reviewer : markspencer 

Timestamp : [year=2008; month=9 ; day=23; hr=ll; min=24; sec=57; ms = 32 4 ; ] 



*********************************************************** 

Reviewer Comments : 

The sequence listing must be in ASCII text format. This file contains 
non-ASCII text characters, "yp" f at the top of the file. Also, look at 
SEQ ID # 5 and 6 numeric identifier <223> "Forward Primer for Thymosin 2 
-10". Please make all changes necessary to convert this file to ASCII 
text only. 

************************ 



Validation Report for Application: 10566417 cannot be generated. 
This file is not a valid Sequence Listing File. 
Timestamp: Sat Sep 20 06:21 :19 EDT 2008 



SEQUENCE LISTING 



<110> The Queen's University of Belfast 
Johnston, Patrick G 
Longley, Daniel B 
Maxwell, Pamela J 

<120> IN VITRO GENE EXPRESSION ASSAY FOR DETERMINING FLUOROP YRIMI DINE SENSITIVITY IN CHEMOTHERAP 
Y 

<130> 08830-0385US1 

<140> US/10/566, 417 
<141> 

<15 0> PCT/GB20 04/0 03 342 

<151> 2004-07-30 

<160> 12 

<170> Patentln version 3.2 

<210> 1 

<211> 18 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Forward Primer for SSAT 



gctaaattcg tgatccgc 



<210> 2 

<211> 18 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Reverse Primer for SSAT 

<400> 2 

caatgctgtg tccttccg 



<210> 3 

<211> 18 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Forward Primer for Annexin 



<400> 
gggtgat 



3 

cac tctacacc 



<211> 18 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Reverse Primer for Annexin I 

<400> 4 

cagtgctgat gcaggttc 



<210> 5 

<211> 18 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Forward Primer for Thymosin 

<400> 5 

tcggaacgag actgcacg 



<210> 6 
<211> 18 
<212> DNA 



<213> Artificial Sequence 

<220> 

<223> Reverse Primer for Thymosin 2 -10 



<400> 6 

ctcttcctcc acatcacg 18 



<210> 7 

<211> 18 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Forward Primer for 18S 

<400> 7 

cagtgaaact gcgaatgg 18 



<210> 8 

<211> 18 

<212> DNA 

<213> Artificial Sequence 



<220> 
<223> 



Reverse Primer for 18S 



<400> 



8 



ccaagatcca actacgag 



18 



<210> 9 

<211> 18 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Forward Primer for MAT— 8 

<400> 9 

gctctgacat gcagaagg 18 

<210> 10 

<211> 18 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Reverse Primer for MAT -8 



<400> 



10 



cctccaccca atttcagc 



18 



<211> 18 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Forward Primer for Chaperonin 

<400> 11 

gtaatggcag gacaagcg 



<210> 12 



<211> 17 



<212> DNA 



<213> Artificial Sequence 



<220> 



<223> Reverse Primer for Chaperonin 



<400> 12 

gggcagcatg ttgatgc 



